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FASTA [Pearson & Iipman, 88]
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FASTA

® Heurnistic: local alignments of query vs. database

® “Good alignments have exact small matches”

(a] Find promising matches
[focus on top diagonals]

[b] Re-score [using PAM]
(c] Join gapped segments

(d] Finalize [local alignment]
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Find runs of identitical words

(c)
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Join segments using gaps,

eliminate other segments
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Re-score using PAM matrix
Keep top scoring segments
(d)
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Y

Use dynamic programming to
create an optimal alignment



BLAST

® Heuristic: local alignments of query vs. database
® “Good alignments have multiple small hits”

[a] Break query into words

(b] Filter low-scoring words

[c] Store in hash table
([d] Run other sequences through hash table

[allowing for mismatches]
[e] Find high-scoring pairs [HSPs]
[f] Extend



